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SEQUENCE LISTING 



<110> Williamson, Mark 

<120> MDA-9 AND USES THEREOF 

<130> 07334-122001 

<140> US 09/531,369 
<141> 2000-03-21 

<150> US 60/125,759 
<151> 1999-03-23 

<160> 3 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2068 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (76) . . . (970) 

<400> 1 

cctcagaagt ccgtgccagt gaccggaggc ggcggcggcg agcggttcct tgtgggctag 
aagaatcctg caaaa atg tct etc tat cca tct etc gaa gac ttg aag gta 
Met Ser Leu Tyr Pro Ser Leu Glu Asp Leu Lys Val 
15 10 

gac aaa gta att cag get caa act get ttt tct gca aac cct gee aat 
Asp Lys Val lie Gin Ala Gin Thr Ala Phe Ser Ala Asn Pro Ala Asn 
15 20 25 

cca gca att ttg tea gaa get tct get cct ate cct cac gat gga aat 
Pro Ala He Leu Ser Glu Ala Ser Ala Pro He Pro His Asp Gly Asn 
30 35 40 

etc tat ccc aga ctg tat cca gag etc tct caa tac atg ggg ctg agt 
Leu Tyr Pro Arg Leu Tyr Pro Glu Leu Ser Gin Tyr Met Gly Leu Ser 
45 50 55 60 

tta aat gaa gaa gaa ata cgt gca aat gtg gee gtg gtt tct ggt gca 
Leu Asn Glu Glu Glu He Arg Ala Asn Val Ala Val Val Ser Gly Ala 
65 70 75 

cca ctt cag ggg cag ttg gta gca aga cct tec agt ata aac tat atg 
Pro Leu Gin Gly Gin Leu Val Ala Arg Pro Ser Ser He Asn Tyr Met 
80 85 90 

gtg get cct gta act ggt aat gat gtt gga att cgt aga gca gaa att 
Val Ala Pro Val Thr Gly Asn Asp Val Gly He Arg Arg Ala Glu He 
95 100 105 

aag caa ggg att cgt gaa gtc att ttg tgt aag gat caa gat gga aaa 
Lys Gin Gly He Arg Glu Val He Leu Cys Lys Asp Gin Asp Gly Lys 
110 115 120 
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att gga etc agg ctt aaa tea ata gat aat ggt ata ttt gtt cag eta 495 
lie ly Leu Arg Leu Lys Ser lie Asp Asn Gly lie Phe Val Gin Leu 
125 130 135 140 

gtc cag get aat tct cca gcc tea ttg gtt ggt etg aga ttt ggg gac 543 
Val Gin Ala Asn Ser Pro Ala Ser Leu Val Gly Leu Arg Phe Gly Asp 
145 150 155 

caa gta ctt cag ate aat ggt gaa aac tgt gca gga tgg age tct gat 591 
Gin Val Leu Gin lie Asn Gly Glu Asn Cys Ala Gly Trp Ser Ser Asp 
160 165 170 

aaa gcg eac aag gtg etc aaa cag get ttt gga gag aag att ace atg 639 
Lys Ala His Lys Val Leu Lys Gin Ala Phe Gly Glu Lys lie Thr Met 
175 180 185 

ace att cgt gac agg ecc ttt gaa egg acg att ace atg cat aag gat 687 
Thr lie Arg Asp Arg Pro Phe Glu Arg Thr lie Thr Met His Lys Asp 
190 195 200 

age act gga cat gtt ggt ttt ate ttt aaa aat gga aaa ata aca tec 735 
Ser Thr Gly His val Gly Phe lie Phe Lys Asn Gly Lys lie Thr Ser 
\ 205 210 215 220 

J ata gtg aaa gat age tet gca gee aga aat ggt ctt etc acg gaa cat 

y He Val Lys Asp Ser Ser Ala Ala Arg Asn Gly Leu Leu Thr Glu His 

225 230 235 



783 



aac ate tgt gaa ate aat gga cag aat gtc att gga ttg aag gac tct 831 
Asn He Cys Glu He Asn Gly Gin Asn Val He Gly Leu Lys Asp Ser 
240 245 250 

caa att gca gac ata ctg tea aca tct ggg act gta gtt act att aca 879 
Gin He Ala Asp He Leu Ser Thr Ser Gly Thr Val Val Thr He Thr 
255 260 265 

ate atg cet get ttt ate ttt gaa cat att att aag egg atg gca cca 927 
He Met Pro Ala Phe He Phe Glu His He He Lys Arg Met Ala Pro 
270 275 280 

age att atg aaa age eta atg gac eac ace att ect gag gtt t 970 
Ser He Met Lys Ser Leu Met Asp His Thr He Pro Glu Val 
285 290 295 

aaaatteacg gcaceatgga aatgtagctg aacgtctcca gtttccttet ttggcaaett 1030 

ctgtattatg cacgtgaage ctteceggag ceagegagea tatgctgcat gaggaccttt 1090 

ctatcttaca ttatggctgg gaatcttact etttcatctg ataccttgtt cagatttcaa 1150 

aatagttgta gcettatcct ggttttacag atgtgaaact ttcaagagat ttactgactt 1210 

tcctagaata gtttctetae tggaaaectg atgettttat aagccattgt gattaggatg 1270 

actgttacag gcttagcttt gtgtgaaaac eagtcacctt tetectaggt aatgagtagt 1330 

gctgttcata ttaetttagt tetatagcat actgeatctt taacatgcta tcatagtaca 1390 

tttagaatga ttgcctttga tttttttttt aaattctgtg tgtgtgtgtg taaaatgcca 1450 

attaagaaca ctggtttcat tccatgtaag cattaaacag tgtatgtagg tttcaagaga 1510 

ttgtgatgat tcttaaattt taaetacett eacttaatat gcttgaactg tcgeettaac 1570 

tatgttaagc atctagacta aaagccaaaa tataattatt getgcctttc taaaaaccca 1630 

aaatgtagtt ctetattaac ctgaaatgta cactagceca gaacagttta atggtactta 1690 

ctgagetata gcatagctgc ttagttgttt ttgagagttt ttagtcaaca cataatggaa 1750 

aettctttet tctaaaagtt gecagtgeca ettttaagaa gtgaateact atatgtgatg 1810 

taaaagttat tacactaaac aggataaact tttgactcec cttttgttca tttgtggatt 1870 

aagtggtata atacttaatt ttggcatttg actcttaaga ttatgtaacc tagctacttt 1930 

gggatggtct tagaatattt ttctgataac ttgttccttt tcctgactcc tccttgcaaa 1990 
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caaaatgata gttgacactt tatcctgatt tttttcttct ttttggttta tgtctattct 2050 
aattaaatat gtataaat 2068 

<210> 2 
<211> 298 
<212> PRT 

<213> Homo sapiens 



<400> 2 
























Met 




T All T^r"** B'P'rt ^o>* 
XjcU lrl.\J OCX 




Glu 

V7X u 


A an 
t\o^ 




T.vs 


Val 

vax 


Asn 




Val 


He 














10 

X V 










15 




Gin 


Ala 


ni n TVtr- Ala Pho 
wXIl XIlx nxcl irncs 


Oox 


Ala 
nxa 


Asn 
noil 


Pro 


At a 
nxa 


Ann 

noil 


Pro 

f^X u 


Ala 


lie 


TiOU 






















30 






Ser 


Glu 


AXa OCX nxa IrxU 


X Xc 


irxU 


XlXo 


& an 
Mtsp 


Glv 

*»xy 


Ann 
noil 


T.oii 


Tvr 
xyt 


Pro 
c^x u 


Aro 

AX ^ 










40 










45 








Leu 




irro ivxu Lieu oex 


rl n 
uxn 


Tyr 




Pi TT 

i»xy 


T All 


4or 
Oex 


T an 


Aan 


VrXU 


Glu 

wX U 


















60 












He 


Axg AXa nSn VaX 


ai a 

AXa 


Val 
vax 


Val 
vax 


(lor 

OCX 


Glv 

*»xy 


Ala 


Pro 

f^X 




Gin 


Glv 






70 










75 










80 


Gl n 




Vax nXa nxg jrxo 


OCX 


Q est 
oox 


Tlo 
X xc 


& an 
not! 


xyr 




Val 
vax 


Ala 




Val 






A*) 








90 








95 




Thr 


Glv 


21 on AsTt Vfl 1 Glv 
nsii no^ vax \7Xj^ 


He 

X X 


Arg 


Arg 


Ala 


Glu 


He 


Lys 


Gin 


Glv 


He 






100 






105 










110 






nx ^ 


Glu 


X7a 1 Tlo T.^ii f^vfl 
Vcix xxts Xicu \*ya 




Asn 


Gin 

%J Xlf 


Asn 


Glv 




He 


Glv 

V7X J 


Leu 


Arg 








120 










125 








Leu 


Lys 


Qor* Ann Asn 
0ex X XC7 nss^ noi* 


Glv 


He 


Phe 


Val 


Gin 


Leu 


Val 


Gin 


Ala 


Asn 




130 


135 










140 










Ser 


Pro 


Ala S^T* T.Pii Val 

AXCX OC7X XlC^Ui vaX 


Glv 


Leu 


nx^ 


Phe 


Glv 


Asp 


Gin 


Val 


Leu 


Gin 


145 




150 










155 










160 


He 


Asn 


Gly Glu Asn Cys 


Ala 


Gly 


Trp 


Ser 


Ser 


Asp 


Lys 


Ala 


His 


Lys 






165 






170 










175 




Val 


Leu 


TjVH Gin Ala Phe 


Glv 


Glu 


Lvs 


He 


Thr 


Met 


Thr 


He 


Arg 


Asp 






180 






185 










190 






Arg 


Pro 


Phe Glu Arg Thr 


He 


Thr 


Met 


His 


Lys 


Asp 


Ser 


Thr 


Gly 


His 




195 




200 










205 








Val 


Gly 


Phe He Phe Lys 


Asn 


Gly 


Lys 


He 


Thr 


Ser 


He 


Val 


Lys 


Asp 




210 




215 










220 










Ser 


Ser 


Ala Ala Arg Asn 


Gly 


Leu 


Leu 


Thr 


Glu 


His 


Asn 


lie 


Cys 


Glu 


225 




230 








235 










240 


He 


Asn 


Gly Gin Asn Val 


He 


Gly 


Leu 


Lys 


Asp 


Ser 


Gin 


He 


Ala 


Asp 






245 








250 










255 




He 


Leu 


Ser Thr Ser Gly 


Thr 


Val 


Val 


Thr 


He 


Thr 


He 


Met 


Pro 


Ala 






260 






265 










270 






Phe 


He 


Phe Glu His He 


He 


Lys 


Arg 


Met 


Ala 


Pro 


Ser 


He 


Met 


Lys 






275 




280 










285 








Ser 


Leu 


Met Asp His Thr 


He 


Pro 


Glu 


Val 
















290 


295 




















<210> 3 

























<211> 894 
<212> DNA 
<213> Homo sapiens 

<400> 3 

atgtctctct atccatctct cgaagacttg aaggtagaca aagtaattca ggctcaaact 60 

gctttttctg caaaccctgc caatccagca attttgtcag aagcttctgc tcctatccct 120 

cacgatggaa atctctatcc cagactgtat ccagagctct ctcaatacat ggggctgagt 180 

ttaaatgaag aagaaatacg tgcaaatgtg gccgtggttt ctggtgcacc acttcagggg 240 

cagttggtag caagaccttc cagtataaac tatatggtgg ctcctgtaac tggtaatgat 300 

gttggaattc gtagagcaga aattaagcaa gggattcgtg aagtcatttt gtgtaaggat 360 

caagatggaa aaattggact caggcttaaa tcaatagata atggtatatt tgttcagcta 420 

gtccaggcta attctccagc ctcattggtt ggtctgagat ttggggacca agtacttcag 480 



m 
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atcaatggtg aaaactgtgc aggatggagc tctgataaag cgcacaaggt gctcaaacag 540 

gcttttggag agaagattac catgaccatt cgtgacaggc cctttgaacg gacgattacc 600 

atgcataagg atagcactgg acatgttggt tttatcttta aaaatggaaa aataacatcc 660 

atagtgaaag atagctctgc agccagaaat ggtcttctca cggaacataa catctgtgaa 720 

atcaatggac agaatgtcat tggattgaag gactctcaaa ttgcagacat actgtcaaca 780 

tctgggactg tagttactat tacaatcatg cctgctttta tctttgaaca tattattaag 840 

cggatggcac caagcattat gaaaagccta atggaccaca ccattcctga ggtt 894 



